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SMARCBI1 Knockout HEK293T Cells

Lt k] 77 i A4 R B
L06702 SMARCBI1 Knockout HEK293T Cells 152/
PR
> SMARCBI Knockout HEK293T Cells (SMARCB 13 [A i FrHEK 293 T4H fig) & i i [Fl i 75 Cas9. H I3 [KsgRNA Fllpuromycin

A\

PUPEREIN, FFSEHL T H B2 I CRISPRAR FIHEK 293 T . A4 A H A9 SE N AR O 408 TTERA R BIE . A4 bk 2
Ly, ATHITZ E R A D RET AT, e n] DU T 123 R AR L BT AR H B

AHEK293T Cells Jy Al [Al I} %1% Cas9 puromycindfi 3 KA1 H ) Kl sgRNA [ 1855 75 B G HEK 293 TH g -4 1 puromycin i
IR BRI 2 SO EEHEK 203 TAINL . ] 45 A 40 i FA0AH I A8 55 75 (1 2 R e 21 ) o< B JR1 15 BB 2 5 1.

U6 sgRNA EFS  SpCas9 Flag P2APuro

BI1. AR Rk sgRNA L Cas9H puromycinii 14 115995 15 FL 28 ] /37 91 (1) G B 5 2.

A4 B SRR bR CL 4l I T7TERE SR IE -
FH T AR 41 i /2 i i CRISPR/Cas9F: R 3R 2 FUFE AN, J: T CRISPR/CasOHi R[S s, B F-FH 234k A g 5=
AR FECT H B RS, PR 13 R R RIS A . IRZ G0 N A 223 AR A B B IRER, ©4 2
CAHEATIR 2 10 H SR R R A0 ThRE MR FE 1 o G0 SR A5 B3R 100%5E Rl it SR PRI A A, P DA A8 P A 7= 5t 32 B o A 40
B AL 5 R BT B e B AR MR B i R R 5

AL T 286, 28 R IS 358 A 0 A AT I 1) £ % B 201 Jfd Control Knockout HEK293T Cells (L00020)ER 4 5] GFP (1) %+ B& 21 ffd
GFP Knockout HEK293T Cells (L00022).

7 R AN 2 4k 2 T CRISPR/Cas9 £57 AK (1) SMARCB 1 % [l i [ 1) 51 K (L06700 pLenti-SMARCB1-sgRNA). 1277 # (L06701
SMARCBI1 Knockout Lentivirus). HEK293T#l/#(L06702 SMARCBI1 Knockout HEK293T Cells). HEK293 Tl i: 41 i FIRTPA %Y
AR (L06703 SMARCBI1 Knockout HEK293T RIPA Lysate). HEK293 T [4: 4 it i) Trizol 24 & (L06704 SMARCBI1 Knockout
HEK293T Trizol Lysate)%5 /= i, FARIEE 2 25 K ik B 10 BTE AT i 0 DT o A 272 o

SMARCB 1 [ () e AAE B T

Species Gene Symbol Gene ID GenBank Accession Transcript

Human SMARCBI 6598 BC117114 NM_003073

About the gene

Official Symbol SMARCBI1

Previous Symbol SNF5L1

Official Full Name | SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily b, member 1

Synonyms BAF47; Inil; Snrl; hSNFS; Sthlp; RDT; PPP1R144; SNF5

Location 22q11.23

Gene Type protein-coding gene

Uniprot ID Q12824

Pathway/Library Epigenetic Regulators Related Genes Library

The protein encoded by this gene is part of a complex that relieves repressive chromatin structures,
allowing the transcriptional machinery to access its targets more effectively. The encoded nuclear protein
Gene Summary may also bind to and enhance the DNA joining activity of HIV-1 integrase. This gene has been found to
be a tumor suppressor, and mutations in it have been associated with malignant rhabdoid tumors. Two
transcript variants encoding different isoforms have been found for this gene.

R
IRE k1 REZY (ER
L06702 SMARCBI Knockout HEK293T Cells 132/




| — | DALRE | 14 |

RIS
T A SR DA IS RN, ER3-SRARG T TSR, R, K.
ARED:

> BERRKIHsgRNAFHI I HRFAL, WR T EsgRNAF Y, WETE1T W 5 K IE M4 Minfo@beyotime.comZ Bl . sgRNAFFI{E
BEAMM, REBZRBEVFAIASH TR AR, WA T NFTESRR =M AN NS
TE R ARRITFE Ve SCEREE RN, NV B R JA .

> 0TS 20 IR B B B 4 M Bk 9 G 51 4E HEK293T 48 A 1) CRISPR £ [X] i B 40 i 1) 5 1), ATIC R 2 = R AR %
service@beyotime.coms,

> AR RAUR TN A EER T, AR TIRRSEEGGTY, AT 'MW, AR TR EAEEn.

> N TR AR, 5L RIFER T ERE.

{ERAAA:
1. HEK293T4HfufiE%k. H5 RIEFF:

a. ANHEK293T CellsJy[Fi} 2 H A% K sgRNA . Cas9Fpuromycindii I (1857 2 Ji e 3+ 25 puromycin i e FI T7TELS € 1 £ 7
FEHEK 293 T4 .

b. AHMLSRIEEM R R IEAERT TR H R B SR R e iy X R A MR A7 (oK) — /NN BE 35 77 1 48 g
/N BV RE IR AR ) . S T SR AP A2 KOs A PR B IR S, X T IR R RE R AN, TR
DAERZ [T 30 7R AR 40 M B 75 M B 2 00 A R g AT I8 T

c. XTFUKIZHMTRAEGIM, #TIKOCEEam, R E IR, UIZF ARG a1k, 5%
59 BT AR B A AU R A NI R R IR AP T, DDA TR 4 B T =i AR

d. WSCEIRAT (20 1 R DS 5 A kAT 55 7%, CARAA A RIS 0 RS FR AR P o T AN AT A, VRA74H i AT 7E-80°C
MR RA2H

e. WEEEAT 0NN, ABUN0.5-1ml, FUHAEEH60-90%, EIEFHFE 1 N6emiEFR Iy . WREHFEAERK
i%, ATLAVHALG #6782 223 Sem#r R L, XA AR K 2 B 4.

£ WA RS, E R R IR 70 e AR SR U B AR A, UGS AN LS T TR R S ISR AR AR KORAS,
TN I 85% 1 AT A A ERAE s W R BTR AL 2, VIS IR E T 55 340 o i B 3 A B 7 1) 4 i 1
DUMGBE . an SR 2 RIS R B OB R B AN, T DA E B R R B R SR B IR R B R . ARG IR I
WA B R IR AR S5 7%, JF HAE B IR TR, R — PR IR, HMAN— B I8, X ] DU Sk b
BT 55 PR B 2 5 S BN AE K IAIE N, B iR R aF i A KRS .

g AR FFRCAIDMEM (high glucose)+10% FBS. & 7EH5 IR I IE £ 75 35 2 -5 5 2 VA T LABH 10 mT R PRI 4 4 75 4,
W 2R 1T 8 R-FE B RV TH(100X) (C0222). [AIE , I 243K 5 A1 pg/mlffPuromycin (STS51). A B YL 95 5 HEK 293 T
YA ) B AR BiE 2 %293T (A BB 41 i) (C6008):  https://www.beyotime.com/product/C6008.htm .
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg

Version 2020.12.08

2/3 L06702 SMARCBI1 Knockout HEK293T Cells 400-1683301/800-8283301 Z % K/Beyotime


https://www.beyotime.com/product/C6008.htm




